Int.J.Curr.Microbiol.App.Sci (2015) 4(11): 443-449

International Journal of Current Microbiology and Applied Sciences
I SSN: 2319-7706 Volume 4 Number 11 (2015) pp. 443-449

http://www.ijcmas.com

Original Research Article

Prevalence of some genetic polymor phisms among car diovascular

patientsresiding at high altitude and sea level

Mohammed S. Al Saeed*?, Nabil S Awad**** and Adel E El-Tarras>®

'High Altitude Research Center (HARC), Taif University, Saudi Arabia
*Department of Surgery, College of Medicine, Taif University, Saudi Arabia
®Biotechnology and Genetic Engineering Unit, Scientific Research Deanship,

Taif University, Saudi Arabia

“Department of Genetics, Faculty of Agriculture and Natural Resources,

Aswan University, Aswan, Egypt

>Genetics Dep., Faculty of Agriculture, Cairo University, Cairo, Egypt.

*Corresponding author

Keywords

High altitude,
MTHFR
Ce77T, I3
Fibrinogen -
455 G-A,
PAI-1 4G/5G,
CVvD

ABSTRACT

The role of high atitude in the etiology of cardiovascular diseases (CVD) is
conflicting. No published conclusive data dealing with the association between
genetic polymorphisms and CVD among high altitude populations. The aim of the
present study is to assess the association between high altitude and some CVD
related polymorphisms. One hundred and twenty CVD patients were enrolled in this
study. Of them 60patients had been living at the sea level (Mekkah group), while
other 60 patients had been living at high atitude at 1,800 m above the sealevel (Taif
group). The examined polymorphisms are MTHFR C677T, [3-Fibrinogen -455 G-A
and PAI-1 4G/5G. There was high prevalence % and alele frequency of studied
polymorphisms in the high atitude CVD patients in comparison to sea level
patients. There was highly significant association between studied polymorphisms
and CVD at high altitude. These results could be taken as indication to genomic
response of high altitude residents to oxidative stress of hypoxia.

I ntroduction

Severa comparative studies have been
conducted to prove the effects of high
altitude residence on CVD as well as to
evaluate this effects. Although it is
hypothesized that residence at moderate to
high altitude benefits the cardiovascular
system, there are conflicting results about
the role of altitude in the CVD morbidity
and mortality. Higher negative correlation
with cardiovascular mortality rate and high

atitude was reported (Voors and Johnson,
1978). Reduction of coronary heart disease
event rates at high altitude in comparison
with sea level was observed and its might be
related to lower levels of the atherogenic
lipoprotein cholesterol, C-LDL (de Mendoza
et al.,, 1979). Cardiovascular status was
studied in 500 natives living at high to
extreme altitudes of the Himalayas. No case
of congenital heart disease, rheumatic heart
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disease, coronary artery disease, primary
myocardial disease or hypertenson was
found (Sharma, 1990). Pasini and his
coworkers (1999) performed a population
survey in the Italian Valle Sabbia mountain
community to estimate the prevalence of the
main risk factors for coronary heart disease
(CHD) among middle-aged men and
women. Generally there are no differences
were found between prevalence among high
and low Italian land populations. Among
Saudi population the average blood pressure
(BPs) was dignificantly higher in
highlanders compared with lowlanders
(Khalid et al., 1994). While Fior and his
colleagues (2000) reported that hypertension
is more frequent in low altitude than
moderate altitude and high altitude subjects
from Central Asia. The distribution of risk
factors and complications in patients with
acute coronary syndrome (ACS) at high-
altitude vs. low-altitude areas in Y emen was
compared by (Al-Huthali et al., 2006), ACS
occurs at a younger age at high altitudes.
Patients who live in high-altitude regions are
also more likely to have hyperlipidemia and
a previous history of CAD. Stroke and
reduced left ventricular gection fraction
(LVEF) occur more commonly in high-
atitude ACS patients.

Most of these studies regarding the effect of
high atitude on cardiovascular system due
to physiological, environmental, diet and life
style not genetics responses. On the other
hand, numerous genetic variants have been
associated with cardiovascular health but in
the different high-altitude populations, data
published to date are inconclusive regarding
these gene polymorphisms in CVD (Leon-
Velarde and Megia, 2008).

Rupert et al. (2003) compared the allele
frequency of five polymorphic loci in genes
encoding components of the renin-
angiotensin system (RAS) among CVD
patient in high and low altitudes. There was
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no evidence for an over-representation of the
RAS alleles associated with cardiovascular
fitness in the high-atitude Amerindian
population when compared to the lowland
Amerindian population. Deindl et al. (2003)
investigated the effect of intermittent high
atitude hypoxia on the mRNA expression of
different cytokines and proto-oncogenes as
well as other genes described to be regulated
by hypoxia, in the left ventricle, the right
ventricle, atria and the lung of adult rats
after smulation of hypoxia in a
barochamber. Intermittent hypoxia is a
modulator of gene expression under
physiologica conditions. It differently
regulates the expression of distinct genes not
only in individual organs but even within
one organ, i.e. in the heart. The aim of the
present study is to evaluate of the effect of
high altitude on the distribution of some
polymorphisms as a CVD genetic risk
factors.

Materials and methods
Samples collection

A total of 120 CVD patients admitted to two
hospitals a two distinct geographical
locations were enrolled in this study: King
Abdul-Aziz specidlized hospital at Taif
(which is more than 1,800 m above the sea
level) and Al-nour hospital at Mekkah, KSA
(which is at the sea level). Whole blood
samples were collected into EDTA-
anticoagul ated vacutai ner tube.

DNA extraction, PCR amplification and
rever se hybridization

Analysis of Factor V. G1691A (Leiden),
Factor V= H1299R (R2), Prothrombin
G20210A and Factor XIIl, V34L
polymorphism was carried out via CVD
Strlp As&ay (ViennalLab, Austria) (http I

the manufacturer S instruction. The CVD
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Strip Assay is based on the in vitro reverse-
hybridization principle, and includes three
steps: (1) DNA isolation (2) PCR
amplification using biotinylated primers (3)
hybridization of amplification products to a
test strip containing allele  specific
oligonucleotide probes). Briefly, PCR
amplifications were carried out in two
separate reactions A (amplification mix A)
and B (amplification mix B) that differ in
primers pairs. PCR reactions A and B were
carried out with the same thermal profile as
follows: Initia step of 94°C for 2 min and
followed by 35 cycles of 94°C for 15 s,
58°C for 30 sand 72°C for 30 s, fina
extenson was at 72°C for 3 min. PCR
products from reaction A and B were mixed
together with hybridization buffer, incubated
for 5 min a room temperature and
hybridized to the detection test strip.
Hybridization was accomplished at 45°C.
After series of stringent washes (according
to the protocol of provider), the reaction was
detected by color development directly on
test strip. Results were evaluated from test
strips using provided scale included in the
kit.

Test strips contain allele specific (wild type
and mutation) oligonucleotide probes
immobilized as an array of parald lines.
Bound biotinylated sequences are detected
using streptavidin-alkaline phosphatase and
color substrates.

Results and Discussion

To evaluate the effect of altitude on CVD,
genotype and allele frequencies of three
polymorphisms in genes that have alees
associated with CVD were determined and
compared among two groups of CVD
patients. The first group consists of sixty
CVD patients collected from Taif
governorate (1800 m above sea level) and
other sixty. The second group was of sixty
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patients collected from Mekkah governorate
(sea level).The studied polymorphisms were
MTHFR C677T, 3-Fibrinogen -455 G-A and
PAI-1 4G/5G. CVD Strip Assay was
utilized. For each patient one of three
possible staining patterns may be obtained
as follow; (1) Wild type probe only: Normal
genotype, (2) Wild type and mutant probe:
Heterozygous genotype and (3) Mutant type
probe only: Homozygous mutant type.
Genotype and alele frequencies as well as
prevalence% of each studied polymorphism
among Taif and Mekkah CVD patient are
summarized in table 1.

Three genotypes CC, CT and were recorded
for MTHFR C677T polymorphism among
Taif group with prevalence% 48.3, 50 and
1.7 respectively. The C and T alleles
frequency was 0.73 and 0.27. While the TT
genotype was absent among Mekkah group
and allele frequency was 0.9 and 0.1 for C
and T alleles respectively.

The prevalence% of R-Fibrinogen -455 G-A
was 73.3 and 35 among Taif and Mekkah
groups. The frequency of G and A aleles
were (0.63 & 0.37) among Taif and (0.82 &
0.18) among Mekkah group.

The prevalence% of 4G/4G, 4G/5G and
5G/5G for PAI-1 4G/5G polymorphism
among Taif group were 8.3, 76.7 and 15.
While among Mekkah group the two
genotypes 4G/5G and 5G/5G were observed
with prevalence % 35 and 65 respectively.
The allele frequency of 4G and 5G were
047 and 0.53 among Taf group Iin
comparison with 0.18 and 0.82 among
Mekkah group.

Prevalence and alele frequency of Al
studied polymorphisms were significantly
different among Taif group from Mekkah
group (Table 1).
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In the present study allele frequencies for
three polymorphisms MTHFR C677T, [3-
Fibrinogen -455 G-A and PAI-1 4G/5G
were compared between CVD patients
residing at high-atitude and sea level
regions. Highly significant differences were
detected between the two CVD patient
groups.

Methylene  tetrahydrofolate  reductase
(MTHFR) enzyme directs folate species
either to DNA synthesis or to homocysteine
(Hcy) remethylation (Ueland et al., 2001).
Variants forms of MTHER are associated
with increased risk of severa diseases such
as CVD (Chandy et al., 2010). The common
MTHFR C677T polymorphism affects the
activity of the enzyme and hence folate
distribution. The C677T mutation causes a
valine for aanine substitution, which
decreases MTHFR activity and tends to
increase Hcy concentrations in individuas
who are homozygous for the T/T genotype
(Frost et al., 1995). The T/T genotype was,
therefore, considered a common risk factor
for CVD (Brattstrom et al., 1997). The
results of the present work indicate high
prevalence of MTHFR C677Tpolymorphism
among CVD patients of Taif group than
Mekkah group. The over representation of
MTHFR C677T polymorphism among Taif
group compared with Mekkah group could
be taken as indication to genomic response
of high altitude residents to oxidative stress
of hypoxia. Lakshmi and his colleges (2013)
reported that, there are association between
oxidative stress and polymorphism that
regulate folate uptake in etiology of
coronary arty disease on the contrary,
Rupert and his coworkers (2003) reported
that no association between renin-
angiotensin system (RAS) aleles and
cardiovascular system. This is might be due
to different in utilized techniques and/or race
and ethnicity background.

446

An elevated plasma fibrinogen level has
been established to be an independent
predictor of coronary artery disease, stroke
and peripheral vascular disease (Maresca et
al.,, 1999; Kain et al.,, 2002) There is
evidence that up to 51% of the variation in
fibrinogen levels may be due to genetic
factors, and a relation between the Bp
Arg448Lys, B-455G/A and AaThr312Ala
polymorphisms and fibrinogen level has
been reported (Behague et al., 1996; Kain et
al., 2002). Variation of the B-fibrinogen
gene (B-455G/A  polymorphisms) was
associated  with  the  severity  of
cardiovascular disease (Scarabin et al.,
1993; Behague et al., 1996; Martiskainen et
al., 2011). The obtained data supported the
association between high altitude and
increment of the prevalence of B-455G/A
polymorphisms among CVD patients. This
is might be due to oxidative stress of
hypoxia

Plasminogen activator inhibitor-1 (PAI-1) is

the magor inhibitor of tissue type
plasminogen activator (tPA). Reduced
fibrinolytic capacity due to increased

plasmaPAl-1 levels was postulated to play
an important role in the pathogenesis of
disorders associated with thrombosis
(Kohler et al., 2000). A common functional
deletion/insertion polymorphism (4G/5G) in
the promoter of the PAI-1gene located 675
bp upstream from the transcription start site
was reported to result in the elevated
expression of PAl-1 gene (Dawson et al.,
1993). Individuals homozygous for the 4G
dlele had increased plasma PAI-1
concentrations compared to the ones with
5G adllele (Eriksson et al., 1995). This
polymorphism has been studied extensively,
and in some studies, the prevalence of 4G
allele was found to be higher in disorders
like coronary artery disease. The obtained
results revealed significant increase of
prevalence of PA-1 4G/5G polymorphism
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among CVD patients at high altitude than
CVD patient from sea level (Balta et al.,
2002). Our findings showed that, the
prevalence and 4G alele frequency of PAI-1
4G/5G polymorphism were high among Taif
group in comparison to Mekkah group.

These results might be due to effect of
hypoxia. Hypoxia might enhance the
expression of PAI-1 and hence suppress
fibrinolysis under conditions of low oxygen
tension (Dossenbach-Glaninger et al., 2003).

Table.1 Prevalence and allele frequency of the studies polymorphisms

Polymor phism Population P value
Taif Mekkah
Genotypes | Prevalence | Allele Genotypes | Prevalence | Allele
frequency frequency
MTHFR CC (29) 48.3% C0.73 CC (45) 75% CO0.9 0.005*
Ce77T CT (30) 50% T 027 CT(15) 25% T0.1 *x
TT (1) 1.7% TT (0) 0
3-Fibrinogen GG (16) 26.7% G 0.63 GG (39) 65% G 0.82 0.001*
-455 G-A GA (44) 73.3% A 0.37 GA (21) 35% A 0.18 *x
AA 0O 0 AA 0 0
PAI-14G/5G | 4G/AG (5) 8.3% 4G 0.47 4G/4G (0) 0 4G 0.18 0.001*
4G/5G (46) | 76.7% 5G 0.53 4G/5G (21) | 35% 5G 0.82 *x
5G/5G (9) 15% 5G/5G (39) | 65%
There was high prevalence % and allele Med., 8(4): 28.

frequency of studied polymorphisms in the
high atitude CVD patients in comparison to
sea level patients. There was highly
significant association between studied
polymorphisms and CVD at high altitude.
These results might be elucidating the
previously published reports in Arabian
Saudi and Y emen populations (Khalid et al.,
1994; Al-Huthali et al., 2006). Further larger
studies are needed to evaluate the effect of
high atitude on other CVD related
polymorphisms.

Reference
Al-Huthi, M.A.,Rgada, Y.A., Al-Noami,
M., Abdul Rahman, A.R. 2006.

Prevalence of coronary risk factors,
clinical presentation, and
complications in acute coronary
syndrome patients living at high vs.
low atitudes in Yemen. Med. Gen.

447

Balta, G., Altay, C., Gurgey, A. 2002. PAI-1
gene 4G/5G genotype: A risk factor
for thrombosis in vessels of internal
organs. Am. J. Hematol., 71: 89-93.

Bartsch, P., Gibbs, J. 2007. Effect of altitude
on the heat and the lungs.
Circulation, 116: 2191-2202.

Behague, 1., Poirier, O., Nicaud, V. 1996.
Beta fibrinogen gene
polymorphisms are associated with
plasma fibrinogen and coronary
artery disease in patients with
myocardial infarction. The ECTIM
Study. Circulation, 93: 440-9.

Brattstrom, L., Wilcken, D.E., Ohrvik,
J, Brudin, L. 1998. Common
methylenete  tetra  hydrofolate
reductase gene mutation leads to
hyper homocysteinemia but not to
vascular disease: the result of a meta-
analysis.  Circulation, 98(23):
2520-6.




Int.J.Curr.Microbiol.App.Sci (2015) 4(11): 443-449

Chandy, S., Sadananda Adiga, M.N.,
Ramachandra, N., Krishnamoorthy,
S. 2010. Association of methylene
tetrahydrofolate  reductase  gene
polymorphisms & colorectal cancer
in India Indian J. Med. Res.,, 131:
659-664.

Dawson, S.J, Wiman, B., Hamsten, A.,
Green, F., Humphries, S., Hanney,
A.M. 1993. The two allele sequences
of acommon polymorphism in thein
the promoter of the plasminogen
activator inhibitor-1 (PAI-1) gene
respond differently to interleukin-1
in HepG2 cells. J. Biol. Chem,,
268(15): 10739-45.

de Mendoza, S., Nucete, H., Ineichen,
E., Sdazar, E., Zerpa, A., Glueck,
C.J. 1979. Lipids and lipoproteins in
subjects at 1,000 and 3,500 meter
atitudes. Arch. Environ. Health,
34(5): 308-11.

Deindl, E., Kolar, F., Neubauer, E., Vogd,
S., Schaper, W., Ostédal, B. 2003.
Effect of intermittent high altitude
hypoxia on gene expression in rat
heart and lung. Physiol. Res., 52(2):
147-57.

Dossenbach-Glaninger, A., van Trotsenburg,
M., Dossenbach, M., Oberkanins, C.,
Moritz, A., Krugluger, W., Huber, J.,
Hopmeier, P. 2003. Plasminogen
activator  inhibitor 1  4G/5G
polymorphism and  coagulation
factor X111 Va34Leu polymorphism:
impaired fibrinolysis and early
pregnancy loss. Clin. Chem., 49(7):
1081-1086.

Eriksson, P., Kallin, B., van’tHooft, F.M.,
Bavenholm, P., Hamsten, A. 1995.
Allele-specific increase in basal
transcription of the plasminogen
activator inhibitor 1 gene is
associated with myocardial
infarction. Proc. Nat. Acad. <ci.
USA, 14: 1851-1855.

448

Fiori, G., Facchini, F., Ismagulov, O. 2000.
Lung volume, chest size, and
haematological variation in low-,
medium-, and high-altitude central
Asian populations. Am. J. Phys.
Anthropol., 113: 47-59.

Frost, P., Bloom, H.J., Miles, R., Gazette,
P., Sheppard, C.A., Matthews, R.G.
1995. A candidate genetic risk factor
for vascular diseases a common
mutation in methylene
tetrahydrofolate  reductase.  Nat.
Genet., 10: 111-113.

Kain, K., Blaxill, J., Andrew, J., Catto,

Grant, P., Carter, A. 2002. Increased

fibrinogen levels among South

Asians versus Whites in the United

Kingdom are not explained by

common polymorphisms. Am. J.

Epidemiol., 156: 174-9.

M.E., Ali, M.E., Ahmed,

E.K., Elkarib, A.O. 1994. Pattern of

blood pressures among high and low

altitude residents of southern Saudi

Arabia. J. Hum. Hypertens., 8(10):

765-9.

Kohler, H.P., Grant, P.J. 2000. Mechanisms
of disease: plasminogen-activator
inhibitor type 1 and coronary artery
disease. New Engl. J. Med., 342:
1792-1801.

Lakshmi, V., Mohammad, N., Rao, D.,
Kutala, Kumar, V. 2013. Oxidative
stress is associated with genetic
polymorphisms  in  one-carbon
metabolism in  coronary artery
disease. Cell Biochem. Biophysics,
67(2): 353-361.

Leon-Velarde, F., Mgjia, O. 2008. Gene
expression in chronic high altitude
diseases. High Alt. Med. Bial., 9(2):
130-9.

Lopez, A.D., Murray, C. 1998. The global
burden of disease 1990-2020. Nat.
Med., 4: 1241-1243.

Maresca, G., Di Blasio, A., Marchiali, R.

Khalid,



Int.J.Curr.Microbiol.App.Sci (2015) 4(11): 443-449

1999. Measuring plasma fibrinogen
to predict stroke and myocardia
infarction: an update. Arterioscler.
Thromb. Vasc. Biol., 19: 1368-77.

Martiskainen, M., Mikkelsson, J., Goebeler,

S., llveskoski, E., Karhunen, P.J.

2011. Bp-fibrinogen gene promoter-

455 G/A polymorphism associates

with severity of coronary artery

stenosis in male victims of Sudden
pre- hospital death. J. Clin. Exp.

Cardial., 2: 9.

G.F., Donato, F., Buizza,
M.A., Fantoni, C., Gelatti, U., Tani,
M., Grassi, V. 1999. Prevalence of
risk factors for coronary heart
disease in a mountain community in
northern Italy. G. Ital. Cardiol.,
29(8): 891-7.

Rupert, L., Kidd, K., Norman, L., Monsalve,
M., Hochachka, P., Devine, D. 2003.
Genetic polymorphisms in the renin-
angiotensin system in high-altitude
and low-altitude native american
populations. Ann. Hum. Genetics, 67:
17-25.

Scarabin Py, Plu-Bureau, G., Bara, L.,
Bonithon-Kopp, C. 1993.
Haemostatic variables and
menopausal  status.  influence of
hormone  replacement  therapy.
Thromb. Haemost., 70: 584-587.

Sharma, S. 1990. Clinical, biochemical,
electrocardiographic and noninvasive
hemodynamic assessment of
cardiovascular status in natives at
high to extreme altitudes (3000m-
5500m) of the Himalayan region.
Indian Heart J., 42(5): 375-9.

Ueland, P.M., Hustad, S., Schneede,
J., Refsum, H., Vollset, SE. 2001.
Biological and clinical implications
of the MTHFR Ce77T
polymorphism. Trends Pharmacol.
i, 22(4): 195-201.

Voors, A.CW., Johnson, W.D. 1979.

Pasini,

449

Altitude and arteriosclerotic heart
disease mortality in white residents
of 99 of the 100 largest cities in the
United States. J. Chronic Dis., 32
157-62.



